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Gene locus Gene name Protein ChromosomeProtein Isoel_ectric Mole_cular CeI_IuIa_r
name length point weight  localization

GRMZM2G071343 ZmPAOl1l ZmPAO1.1 1 507 5.57 57.05527  Apoplast
GRMZM2G071343 ZmPAOL1.2 602 6.11 67.48923
GRMZM2G071217 ZmPAO2 ZmPAQO2 1 323 5.21 37.30073 Apoplast
GRMZM2G153799 ZmPAO3 ZmPAO3 1 370 5.25 42.56365 Apoplast
GRMZM2G078033 ZmPAO4 ZmPAOA4.1 2 487 5.26 53.04045 Peroxisome
GRMZM2G078033 ZmPAO4.2 414 5.07 45.,50781
GRMZM2G078033 ZmPAO4.3 487 5.26 53.04045
GRMZM2G078033 ZmPAO4.4 487 5.26 53.04045
GRMZM2G000052 ZmPAO5 ZmPAO5.1 2 483 5.83 53.58029 Peroxisome
GRMZM2G000052 ZmPAOb5.2 481 5.83 53.33806
GRMZM2G035994 ZmPAO6 ZmPAO6 3 504 5.44 53.94384  Cytoplam
GRMZM2G034152 ZmPAO7 ZmPAO7.1 10 500 5.71 56.37089 Apoplast
GRMZM2G034152 ZmPAQ7.2 396 6.68 44.65683
GRMZM2G034152 ZmPAO7.3 313 6.47 36.41624
GRMZM2G034152 ZmPAQO7.4 396 6.68 44.65284
GRMZM2G034152 ZmPAO7.5 199 5.45 21.52339
GRMZM2G396856 ZmPAO8 ZmPAOS8.1 10 482 5.6 53.36002 Peroxisome
GRMZM2G396856 ZmPAO8.2 482 5.6 53.36002
GRMZM2G150248 ZmPAO9 ZmPAO9.1 10 493 5.43 53.86464 Peroxisome
GRMZM2G150248 ZmPAQ9.2 175 5.94 19.14673
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Abstract

Polyamines are oxidatively deaminated by amineased (AOs), including copper amine oxidases
(CuAOs) and FAD-dependent polyamine oxidases (PA®G#)Os are associated with polyamine
catabolism in peroxisome, apoplast and cytoplasnpldnts, increasing evidences support B0
genes play an essential roles in growth and dexsdopal processes such as organogenesis, senescence,
and also responses to abiotic and biotic stre3$esavailability of the maize genome sequences has
provided an excellent opportunity for whole-genoamenotation, classification and comparative
genomics research. In this study, through bioinBdios analysis approaches, nine putaffR&O
(ZmPAO1-ZzmPAQ9were identified in maize genome. According to IBggnetic analysiZmPAQs
can be divided into three major groups as founithéir orthologous irArabidopsisand rice. It is also
demonstrated that maize PAO proteins are morelglosiated to rice than those Arabidopsis Gene
structural analysis showed that #ti®PAG have zero to nine introns and they are distribatzoss 4
out of 10 chromosomes in maize. Duplication pattemalysis shows that segmental and tandem
duplication are the main reasons for m&2e€0s expansion. Using public microarray data, thesrolfe
ZMmPAG in growth and development processes were asseBhede results have been provided
evidences regarding the important functions of deae family in maize developmental regulation.
These results provide a basis for further functiomaaracterization ofZmPAOs at the
tissue/developmental level and in response tosased)sing public microarray dafanPAOexpression
profiles strongly suggested thanPAOshave a role in growth and development processes.
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